. Clinical characteristics of the TCGA study group (n = 80). status was based on mRNA expression data, dichotomized at the median into BAP1-positive and BAP1-negative. Abbreviations: BAP1+, BAP1-positive; BAP1-, BAP1-negative; n8q, normal chromosome 8q; 8qgain, gain of chromosome 8q; D3, disomy 3; M3, monosomy 3; IHC, immunohistochemistry. Table S3 . Univariate and multivariate regression analysis on HIF1a and VHL expression (based on the n = 80 cases from the TCGA data, with known chromosome 3 status in 74 cases). 
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